Key indicators: single-crystal X-ray study; T = 297 K; mean (C-C) = 0.002 Å; R factor = 0.047; wR factor = 0.131; data-to-parameter ratio = 24.7.
Experimental
Crystal data 
Data collection
Bruker SMART APEXII CCD area-detector diffractometer Absorption correction: multi-scan (SADABS; Bruker, 2009) T min = 0.900, T max = 0.965 21821 measured reflections 7793 independent reflections 5330 reflections with I > 2(I) R int = 0.030 Refinement R[F 2 > 2(F 2 )] = 0.047 wR(F 2 ) = 0.131 S = 1.04 7793 reflections 315 parameters H atoms treated by a mixture of independent and constrained refinement Á max = 0.25 e Å À3 Á min = À0.23 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). Symmetry codes: (i) Àx þ 1; Ày þ 2; Àz þ 1; (ii) x À 1; y; z; (iii) x þ 1; y; z À 1; (iv) Àx þ 2; Ày þ 2; Àz þ 1.
Data collection: APEX2 (Bruker, 2009); cell refinement: SAINT (Bruker, 2009); data reduction: SAINT; program(s) used to solve structure: SHELXTL (Sheldrick, 2008); program(s) used to refine structure: SHELXTL; molecular graphics: SHELXTL; software used to prepare material for publication: SHELXTL and PLATON (Spek, 2009).
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Comment
Sydnones are mesoionic heterocyclic aromatic compounds. The study of sydnones still remains a field of interest because of their electronic structures and also because of the varied types of biological activities displayed by some of them (Rai et al., 2008) . Recently sydnone derivatives were found to exhibit promising antimicrobial properties (Kalluraya et al., 2008) .
Since their discovery, sydnones have shown diverse biological activities and it is thought that the meso-ionic nature of the sydnone ring promotes significant interactions with biological systems. Because of wide variety of properties displayed by sydnones ,we were prompted to synthesize a new S-substituted triazinones containing a sydnone ring.
Photochemical bromination of 3-aryl-4-acetylsydnone afforded 3-aryl-4 bromoacetylsydnones. Condensation of 4amino-6-(p-nitrobenzyl)-3-sulfanyl-1,2,4-triazin-5(4H)-one with 3-phenyl-4-bromoacetylsydnones yielded S-substituted triazinone derivatives (Jyothi et al., 2008) .
All parameters in (I), Fig. 1 , are within normal ranges and comparable with the related structure (Fun et al., 2011) . The dihedral angle between oxadiazole (C7/C8/N1/N2/O1) and triazine (C11/N3/C12/C13/N4/N5) groups is 86.94 (7)°. The oxadiazole and triazine groups make dihedral angles of 52.96 (8) and 83.08 (7)° with the C1-C6 phneyl ring and 9.51 (8) and 82.08 (7)° with the C15-C20 benzene ring, respectively.
In the crystal structure, the N7-H2N7···O4 i , N7-H1N7···N4 ii , N7-H1N7···N5 ii , C3-H3A···O5 iii and C14-H14A···O3 iv intermolecular interactions (Table 1) link the molecules into two-dimensional sheets parallel to the acplane ( Fig. 2 ).
Experimental
To a solution of 4-bromoacetyl-3-phenylsydnone (0.01mol) and 4-amino-6-(p-nitrobenzyl)-3-sulfanyl-1,2,4-triazin-5(4H)one (0.01mol) in ethanol, a catalytic amount of anhydrous sodium acetate was added. The solution was stirred at room temperature for 2-3 hours. The solid product that separated out was filtered and dried. It was then recrystallized from ethanol.
Crystals suitable for X-ray analysis were obtained from 1:2 mixtures of DMF and ethanol by slow evaporation.
Refinement
N-bound H atoms were located in a difference Fourier map and were refined freely. The remaining H atoms were positioned geometrically and refined using a riding model, with C-H = 0.93 or 0.97 Å, and with U iso (H) = 1.2U eq (C). 
4-
Hall symbol: -P 1 Mo Kα radiation, λ = 0.71073 Å a = 6.4071 (1) 
Special details
Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes.
Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq S1 0.76158 (5) 0.56912 (4) 0.39458 (2) 0.04815 (10) (7) 0.0499 (7) 0.0040 (6) 0.0077 (6) 0.0190 (6) C15 0.0499 (7) 0.0350 (6) 0.0403 (6) 0.0085 (5) 0.0014 (5) 0.0102 (5) C16 0.0597 (9) 0.0499 (8) 0.0527 (8) 0.0211 (6) 0.0097 (6) 0.0205 (6) C17 0.0697 (10) 0.0567 (9) 0.0513 (8) 0.0109 (7) 0.0181 (7) 0.0132 (7) C18 0.0912 (12) 0.0417 (7) 0.0373 (6) −0.0004 (7) 0.0020 (7) 0.0130 (5) C19 0.0953 (13) 0.0524 (8) 0.0544 (9) 0.0241 (9) −0.0070 (9) 0.0219 (7) C20 0.0632 (9) 0.0554 (8) 0.0547 (8) 0.0252 (7) 0.0043 (7) 0.0177 (7) Geometric parameters (Å, °) S1-C11 1.7448 (13) C3-C4 1.370 (3) S1-C10 C11-S1-C10 100.23 (6) O3-C9-C10 123.28 (11) N2-N1-C8 114.78 (10) C8-C9-C10 113.88 (10) N2-N1-C6 114.59 (10) C9-C10-S1 113.41 (9) C8-N1-C6 130.62 (10) C9-C10-H10A 108.9 N1-N2-O1 105.29 (10) S1-C10-H10A 108.9 C11-N3-C12 121.18 (10) C9-C10-H10B 108.9
Hydrogen-bond geometry (Å, °) 
